Western blot analyses for levels of histone H3K4 mono-methylation (m1), H3K9m1 and H3K9 tri-methylation (m3) in sperm. Sperm from FD males had reduced H3K4me1, and K9me1 and H3K9me3compared with FS sperm (*p<0.05 by Student t-test) (FS, n=7; FD, n=7). H3K9me3 was also decreased in FD versus FS sperm (p<0.06 by Student t-test) (FS, n=6; FD, n=6) . Data are presented as the ratio of methylation over β-actin. The values are means ±SEM.
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Supplementary Figure S9 . Folate deficiency reduces sperm histone H3 lysine 4 (H3K4) and lysine 9 (K9) methylation. Western blot analyses for levels of histone H3K4 mono-methylation (m1), H3K9m1 and H3K9 tri-methylation (m3) in sperm. β-actin is used as a control. Representative bands from sperm extracts from 2 Folate Sufficient and 2 Folate Deficient males are shown. The q-value is an adjusted p-value indicating false discovery rate (FDR) calculated by Wilcoxon rank sum-test. For all genes with a q-value < 0.1, 10% are expected to be false positives.
*Cav 1 and *Txndc16 were identified when relaxing the FDR from 0.1 to 0.25.
